presented used a conglomerate of at least 3 separate transgenic lines, which were pooled together. All data are expressed as mean ± S.E.M. Statistical differences were identified by comparing averaged data to those of N2 wildtype worms, using one-way ANOVA with Dunnett's correction for multiple comparisons (*, p<0.001 compared to arf-1.1(ok1840)). Information on genes and expression is derived from Wormbase (www.wormbase.org)
Supplementary

Supplementary Video 1
A video of a group of worms during the temperature-dependent locomotion assay showing the complete paralysis of some but not all worms at the elevated temperature and the later recovery of locomotion by the paralysed worms.
